
R-U106* Allele Diversity

Allele All UK&I NWE Sca CE NEE SEE SWE
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Allele All UK&I NWE Sca CE NEE SEE SWE
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R-U106* Allele Diversity

Allele All UK&I NWE Sca CE NEE SEE SWE

Allele diversity (h) calculated as:

Reference:

Region Index:

UK&I - United Kingdom & Ireland

NWE - North Western Europe

Sca - Scandinavia

CE - Central Europe

NEE - North Eastern Europe

SWE - South Western Europe

SEE - South Eastern Europe

Arlequin  V3.1 Manual, Section 7.1.1.1 - Gene Diversity (from p. 180 

of Nei, M., 1987 Molecular Evolutionary Genetics. Columbia 

University Press, New York, NY, USA.) 

[http://cmpg.unibe.ch/software/arlequin3/arlequin31.pdf]

n  is number of haplotypes, M  is the number of unique allele values and x i  is the 

allele frequency
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